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Richland, WA; 2National Center for Soybean 
Biotechnology, U of MO, Columbia, MO; 
3Division of Biochemistry, University of Missouri, 
Columbia, MO
WOG pm 3:50 Insight into Mammalian Protein Dynamics and 
Homeostasis by Characterization of Global 
Tissue Proteomes in vivo Using Stable Isotope 
Metabolic Labeling; Shenheng Guan; John C. 
Price; Sina Ghaemmaghami; Stanley B. Prusiner; 
Alma L. Burlingame; University of california, San 
Francisco, CA
WOG pm 4:10 Systems Biology of Skin Disease – Effect of UV 
Irradiation and Contact Sensitizers on 
Keratinocytes; Giridharan Gokulrangan 1;
Pratima Karnik2; Yu Liu1; Gaurav S.J.B.Rana1;
Kevin Cooper2; Mark Chance1; 1Case Western 
Reserve University, Cleveland, OH; 2Department
of Dermatology, University Hospitals, Cleveland, 
OH
4:45 – 5:30 PM, WEDNESDAY 
ASMS MEETING 
Wine and Beer and More!! 
Ballroom ACE 
5:45 - 7:00 PM, WEDNESDAY WORKSHOPS. See page S9 
8:30 – 10:30 AM, THURSDAY MORNING 
ELECTRON AND PHOTON-BASED ION 
ACTIVATION/DISSOCIATION-PD, ECD, ETD, EDD 
Jennifer Brodbelt, presiding 
Room: Ballroom HJ 
ThOA am 08:30 Top-Down Structural Analysis of 60-150 kDa 
Proteins with ETD-Based Tandem Mass 
Spectrometry; Yury Tsybin 1; Hisham Ben 
Hamidane 1; Michael Groessl1; Paul Dyson1;
Jovan Simicevic1; Bart Deplancke1; Sophie 
Nallet1; Florian Wurm1; Carsten Stoermer2; Ralf 
Hartmer2; 1Ecole Polytechnique Federale, 
Lausanne, Switzerland; 2Bruker Daltonics GmbH, 
Bremen, Germany
ThOA am 08:50 Photodissociation and Activated-Electron 
Photodetachment Dissociation (Activated-
EPD) for Structural Characterization of Sugar 
and Protein Polyanions; Rodolphe Antoine1;
Vincent Larraillet1; Aleksey Vorobyev2;
Amandine Racaud1; Claire Brunet1; Yury O. 
Tsybin 2; Jérôme Lemoine3; Philippe Dugourd1;
1LASIM CNRS Univ Lyon 1, Villeurbanne, 
France; 2Ecole Polytechnique Federale, 
Lausanne, Switzerland; 3LSA CNRS Univ Lyon 1, 
Villeurbanne, France
ThOA am 09:10 Travelling Wave Ion Mobility Mass 
Spectrometry of Electron Transfer 
Dissociation Products of Phosphopeptides: 
Evidence of Conformational Memory? Helen 
Cooper1; Jeff Brown 2; Iain D G Campuzano2;
Nick Tomczyk2; Andrew Creese1; Jonathan P. 
Williams2; 1University of Birmingham, 
Birmingham, UK; 2Waters Micromass MS 
Technologies, Manchester, UK
ThOA am 09:30 Elucidating the Mechanism of ECD by Direct 
Experimental Examination of Aminoketyl 
Intermediates; Ryan R. Julian1; Benjamin 
Moore2; Tony Ly; 1University of California, 
Riverside, Riverside, CA; 2UC Riverside, 
Riverside, CA; 3University of California, 
Riverside, CA
ThOA am 09:50 Negative Electron Transfer Dissociation 
Identifies Thousands of Acidic Peptides from 
Complex Mixtures; Graeme Mcalister1; Jason 
Russell1; Neil Rumachik1; Aaron Ledvina 1; John 
E. P. Syka2; Joshua J. Coon1; 1University of 
Wisconsin, Madison, WI; 2Thermo Fisher 
Scientific, Charlottesville, VA
ThOA am 10:10 Use of High-Energy Fragment Ions Derived 
from Photodissociation to Improve Peptide 
Identification and Sequencing; Youyou Yang; 
Xiaohui Liu; Liangyi Zhang; James P. Reilly;
Indiana University, Bloomington, IN
8:30 – 10:30 AM, THURSDAY MORNING 
H/D EXCHANGE FOR PROTEIN STRUCTURE AND 
FOLDING
Thomas Jorgensen, presiding 
Room: Ballroom ACE 
ThOB am 08:30 An Overview of Hydrogen/Deuterium 
Exchange Mass Spectrometry; John R. Engen; 
Northeastern University, Boston, MA
ThOB am 08:50 Structural Consequences of Loss of Metal from 
ALS-Associated SOD1 Variant Characterized 
Using Top-Down Mass Spectrometric 
Hydrogen/Deuterium Exchange; Qi Wang; Qian 
Liu; Jennifer S. Cobb; Jared R. Auclair; Jeffrey 
Agar; Brandeis University, Waltham, MA
ThOB am 09:10 Hydrogen Deuterium Exchange Mass 
Spectrometry Applied to the Characterization 
of Proteins of Therapeutic Interest; Michael J. 
Chalmers1; Scott Novick1; Xi Zhang1; Scooter 
Willis1; Bruce D. Pascal1; Ellen Y.T. Chien2;
Raymond C. Stevens2; John E. Toth3; Jeffrey A. 
Dodge3; Patrick R. Griffin1; 1Scripps Florida, 
Jupiter, FL; 2The Scripps Research Institute, La 
Jolla, CA; 3Lilly Research Laboratories, 
Indianapolis, IN
ThOB am 09:30 Conformational Basis for the Drug Inhibition 
and Resistance Mechanism of KIT Tyrosine 
Kinase, Determined by H/D Exchange FT-ICR 
MS; Hui-Min Zhang1; Xiu Yu2; Michael Greig2;
Ketan S. Gajiwala2; Joe C. Wu3; Elizabeth A. 
Lunney2; Wade Diehl2; Mark R. Emmett1, 4; Alan 
G. Marshall1, 4; 1Nat'l High Magnetic Field Lab, 
Tallahassee, FL; 2Pfizer Global R&D- La Jolla, 
San Diego, CA; 3Pfizer-Cambridge, Cambridge, 
MA; 4Florida State University, Tallahassee, FL
ThOB am 09:50 Structural Characterization of Short-Lived 
Protein Folding Intermediates by Hydrogen 
Exchange Mass Spectrometry with Top-Down 
Electron Capture Dissociation; Jingxi Pan 2; Jun 
Han 3; Christoph Borchers4; Lars Konermann1;
1Univ. of Western Ontario, London, CANADA; 
2University of Western Ontario, London, ON; 
3University of Victoria-Genome BC Proteomics 
Centre, Victoria, BC; 4UVic-GBC Proteomics 
Centre, Victoria, BC
ThOB am 10:10 Conformational Dynamics of the Full 
Membrane Bovine Mitochondrial ADP/ATP 
Carrier Revealed by HDX MS Measurements;
Martial Rey3; Petr Man1, 2; Gerard Brandolin3;
Ludovic Pelosi3; Eric Forest1; 1Inst. for Structural 
Biology, Grenoble, France; 2Institute of 
Microbiology, Prague, Czech Republic; 3LBBSI, 
iRTSV, CEA, Grenoble, France
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8:30 – 10:30 AM, THURSDAY MORNING 
RECENT DEVELOPMENTS IN ION MOBILITY MS 
Julie Leary, presiding 
Room: Ballroom BDF 
ThOC am 08:30 Mobility Measurement Non-Denatured Protein 
and Protein Cluster Ions by DMA-MS; Chris
Hogan 1; Juan Fernandez De La Mora 2;
1University of Minnesota, Minneapolis, MN; 2Yale 
University, New Haven, CT
ThOC am 08:50 Chemical Effects in Differential Mobility 
Spectrometry/Mass Spectrometry; Bradley B 
Schneider1; Thomas Covey1; Stephen L Coy2;
Evgeny V Krylov2; Erkinjon Nazarov3; 1AB 
SCIEX, Concord, Canada; 2Sionex Corp., 
Bedford, MA; 3Sionex, Bedford, MA
ThOC am 09:10 A Novel, Modular Ion Mobility Drift Cell;
Ryan Blase; Chaminda M. Gamage; Joshua 
Silveira; David H. Russell; Texas A&M 
University, College Station, TX
ThOC am 09:30 Gas-Phase Structural Biology: Measuring and 
Interpreting Collision Cross Sections; Matthew 
F. Bush1; Zoe Hall1; Kevin Giles2; John Hoyes2;
Andrew J. Baldwin3; Justin L.P. Benesch1;
Brandon T. Ruotolo4; Carol V. Robinson1;
1Department of Chemistry, University of Oxford, 
Oxford, UK; 2Waters Corporation, Manchester, 
UK; 3Department of Chemistry, University of 
Toronto, Toronto, Canada; 4Department of 
Chemistry, University of Michigan, Ann Arbor, 
MI
ThOC am 09:50 Alternatives in IMS-MS - Total Solvent-Free 
Analysis and Structures of Highly Charged 
Laserspray Ions; Sarah Trimpin; Wayne State 
University, Detroit, MI
ThOC am 10:10 Assembly and Conformational Properties of 
DNA- and RNA-Protein Complexes Studied by 
Native T-Wave Ion Mobility Mass 
Spectrometry; Frank Sobott; CeProMa, 
University of Antwerp, Antwerp, Belgium
8:30 – 10:30 AM, THURSDAY MORNING 
METABOLOMICS: BIOINFORMATICS AND 
METABOLITE IDENTIFICATION 
Gary Siuzdak, presiding 
Room 155 
ThOD am 08:30 metaXCMS - Software for Second-Order 
Analysis of Untargeted Metabolomics Data;
Ralf Tautenhahn; Gary J Patti; Gary Siuzdak; The
Scripps Research Institute, La Jolla, CA
ThOD am 08:50 Identification of Unknown Metabolites by 
Accurate Mass GC-TOF MS – Based 
Metabolomics; Sangeeta Kumari2; Doug 
Stevens1; Tobias Kind3; Oliver Fiehn4; 1WATERS 
The Science of What's Possible.™, Milford, MA; 
2Metabolomics Fiehn Lab, Genome centre, UC 
Davis, Davis, CA; 3UC Davis - Metabolomics, 
Davis, CA; 4UC Davis, Davis, CA
ThOD am 09:10 A Rigorous Probabilistic Approach to the 
Modeling of LC-MS Metabolomic Data;
Andreas Ipsen; Elizabeth J Want; Timothy 
Ebbels; Imperial College London, London, UK
ThOD am 09:30 New Automated Software for Biomarker 
Discovery with High Resolution LC-MS Data;
Serhiy Hnatyshyn2; Michael Reily2; Petia 
Shipkova; Thomas Mcclure1; Jules Phillips1;
Mark Sanders1; 1Thermo Fisher Scientific, San 
Jose, CA; 2Bristol Myers Squibb, Princeton, NJ
ThOD am 09:50 Robotized Video-Mass Scope for Direct and 
Live Single-cell Molecular Exploration;
Tsutomu Masujima1; Naohiro Tsuyama 1; Hajime 
Mizuno1; Takanori Harada1; Iwao Sakane2;
1Hiroshima Univ. BioMed., Hiroshima, Japan; 
2ITO EN Co. Ltd., Makinohara, Japan
ThOD am 10:10 Impact of Storage and Handling Conditions on 
Metabolites in a Human Plasma Standard 
Reference Material; Gauthier Eppe1; Nathan G. 
Dodder 2; Katrice A. Lippa2; Karen W. Phinney2;
Michele M. Schantz2; 1Liege University, Liège, 
Belgium; 2NIST, Gaithersburg, MD
8:30 – 10:30 AM, THURSDAY MORNING 
AUTOMATED AND POST-ACQUISITION SOFTWARE 
TOOLS FOR XENOBIOTIC METABOLITES 
Jimmy Flarakos, presiding 
Room: Hall 2 
ThOE am 08:30 Identification of Metabolites from Maropitant 
Using a Dual-Cell Linear Ion Trap and Mass 
Frontier Software; Rose Herbold1; Yingying 
Huang 1; David Nakamura2; 1Thermo Fisher 
Scientific, San Jose, CA; 2Elan Pharmaceuticals, 
South San Francisco, CA
ThOE am 08:50 Fast Oxidative Metabolite Identification Using 
Polarity Switching of Intensity-Dependent 
MS/MS Spectral Acquisition and Post-
Acquisition Data-Mining on an Improved Q-
TRAP Instrument; Ming Yao; Mingshe Zhu; 
Bristol-Myers Squibb, Princeton, NJ
ThOE am 09:10 MeTABOOlite Identification from Trap to 
ToF; Automated Software Tools to Get All the 
Answers You Need; Gary Impey2; Tanya 
Gamble1; Hesham Ghobarah2; Mark M. Garner2;
J.C. Yves Leblanc1; 1AB SCIEX, Concord, On, 
Canada; 2AB/ SCIEX, Concord, ON
ThOE am 09:30 Metabolite Detection and Identification Using 
Fragment Ion Search in Conjunction with 
Automated Fragment Prediction; Juraj 
Lutisan1; Yingying Huang 2; Alexej Nikiforov3;
Milos Suchy1; Robert Mistrik1; 1HighChem, Ltd., 
Bratislava, Slovakia; 2Thermo Fisher Scientific, 
San Jose, CA; 3University of Vienna, Vienna, 
Austria
ThOE am 09:50 Positive Negative Switching on a QTOF: 
Application to Drug Metabolite Identification 
and Metabolomics; William Fitch1; Lester 
Taylor2; Kenneth Imatani2; 1Stanford University, 
Palo Alto, CA; 2Agilent Technologies, Santa 
Clara, CA
ThOE am 10:10 Screening Foods for Unknown Chemical 
Contaminants by Non-Targeted LC/MSn
Analysis; Timothy R. Croley1; Kevin D. White1;
Jon Wong1; John H. Callahan1; Steve Musser1;
Margaret Antler2; Vitaly Lashin2; Graham A. 
Mcgibbon2; 1US FDA, College Park, MD; 
2ACD/Labs, Toronto, ON, Canada
8:30 – 10:30 AM, THURSDAY MORNING 
DRIED BLOOD SPOT ANALYSIS 
Fabio Garofolo, presiding 
Room: Hall 3 
ThOF am 08:30 Implementation of a Microfluidic LC Device 
for Dried Blood Spot Analysis – Driving Down 
the Limit of Detection; Christopher A. Evans1;
Chester L Bowen1; Jonathan Kehler1; Rob 
Plumb2; Paul Rainville2; 1GlaxoSmithKline, King 
of Prussia, PA; 2Waters, Milford, MA
